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We wish to disclose the structure of the title compound, a broad spec-

trum antibiotic, isolated from a streptomycetel. The pure antibiotic was ob-

tained as ruby red crystals, m.p. 108-110 (dec.): [a]g5 69.4° (e1, CHC13);
1%
Amax 270my; €lem 248.5 (MeOH). The molecular formula of C21H27N306 was Ob=-

tained by high resolution mass spectrometry and agrees with the empirical for-
mula of C,HglO, corresponding to the microanalytical dataz. The compound is
soluble in water and most polar organic solvents. It exhibits in vitro in-
hibition of RNA and protein biosynthesis as well as cell wall formation.
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Precession photographs showed the crystal to belong to the orthorhombic system

o
with unit cell dimensions: a=11.038(1), b=19.566(2) and c=9.255(1)A, space group
P212121. The density, measured by pycnometry, was found to be 1.387 g. cm_3.

There are four molecules C21H27N306 per unit cell.

Three dimensional intensity data were collected on a Picker FACS-I dif-
fractometer with monochromatized CuKu radiation. All reflections with 20<64°
were collected twice. Of the 1904 possible independent reflections, 1852 were
observed. The phases of 195 reflections, with normalized structure factors
E » 1.50, were determined using the TANFOR program3. The first 30 peaks from the
E-map yielded the entire structure. The atomic and thermal parameters were

refined by the least square program NUCLSS4.

Anisotropic block-diagonal refinement (including anisotrbpié thermal pa-
rameters for all hydrogen atoms) reduced the weighted and unweighted R({|F|) va-
lues to 3.2% and 2.9% respectively. The N and O atoms were identified unequivo-
cally from consideration of thermal parameters and intramolecular bond distances.

No enantiomorph distinction could be made.

The molecular structure of naphthyridinomycin is shown Fig. 1. It is
essentially a substituted quinone ring fused to an unusual alkaloid possessing
three tertiary amines. The intramolecular bond distances compare well with the
génerally accepted values for the different bond types. A novel structural
feature is observed in this compound: an intramolecular hydrogen bond between
an hydroxyl group and a tertiary amine: O0(6b2) -H(6b2)...N(1l1l), with bond dis-
tances O0(6b2) ...N(1ll) and H(6b2 ... N(11l) of 2.832 (4) and 1.83(3) g respective-

ly. The 0(6b2) -H(6b2) ...N(11l) bond angle is 167(2)°.
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Figure 1
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